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Correction to: Genome analysis of
Salmonella enterica subsp. diarizonae
isolates from invasive human infections
reveals enrichment of virulence-related
functions in lineage ST1256
Joaquín Giner-Lamia1,2*, Pablo Vinuesa3, Laura Betancor4, Claudia Silva5, Julieta Bisio5, Lorena Soleto6,7,
José A. Chabalgoity4, José Luis Puente5, The Salmonella CYTED Network and Francisco García-del Portillo1*
Correction to: BMC Genomics (2019) 20:99
https://doi.org/10.1186/s12864-018-5352-z
Following publication of the original article [1], the
authors identified an error in the processing of the name
of one of the members of The Salmonella CYTED
Network.
M. Graciela Pucciarelli’s middle name, Graciela, was
erroneously processed as part of her Family name.
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